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<160> 8 

<170> Patentln version 3.1 

<210> 1 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ctagccactg aagcttcacc atgggtgtac tgctcacac 3 9 




<210> 2 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 2 

tggcatgggc tcctgatcag gcttagaagg tccgggaaa 39 

<210> 3 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 3 



tttgggctcc tgatcaggaa aatgctcttg cttggttgt 



39 



<210> 4 

<211> 84 

<212> DNA 

<213> Homo sapiens 

<400> 4 

aagcaagagc attttcctga tcaggagccc aaatcttctg acaaaactca cacatcccca 60 
ccgtccccag cacctgaact cctg 84 



<210> 5 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 5 

cttcgaccag tctagaagca tcctcgtgcg accgcgagag c 41 



<210> 6 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<400> 6 

cattgcacag tcaagcttcc atgcccatgg gttctctggc caccttg 47 



<210> 7 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 7 

atccacagtg cagtgatcat ttggatcctg gcatgtgac 3 9 



<210> 8 

<211> 216 

<212> PRT 

<213> Homo sapiens 

<300> 

<301> Gordon J. Freeman, Arnold S. Freedman, Jeffrey M. Segil, Grace Lee, James 
F. Whitman and Lee M. Nadler 

<302> B7, A NEW MEMBER OF THE Ig SUPERFAM I L Y WITH UNIQUE EXPRESSION ON 
ACTIVATED AND NEOPLASTIC B CELLS 

<303> J. Immunol. 

<304> 143 

<305> 8 

<306> 2714 TO 2722 

<3 07> 1989-10-15 
<309> 



<313>- (1) . . (216) 



<400> 8 

Gly Leu Ser His Phe Cys Ser Gly Val He His Val Thr Lys Glu Val 
15 10 15 



Lys Glu Val Ala Thr Leu Ser Cys Gly His Asn Val Ser Val Glu Glu 
20 25 30 



Leu Ala Gin Thr Arg He Tyr Trp Gin Lys Glu Lys Lys Met Val Leu 
35 40 45 



Thr Met Met Ser Gly Asp Met Asn He Trp Pro Glu Tyr Lys Asn Arg 
50 55 60 



Thr He Phe Asp He Thr Asn Asn Leu Ser He Val He Leu Ala Leu 
65 70 75 80 



Arg Pro Ser Asp Glu Gly Thr Tyr Glu Cys Val Val Leu Lys Tyr Glu 
85 90 95 



Lys Asp Ala Phe Lys Arg Glu His Leu Ala Glu Val Thr Leu Ser Val 
100 105 110 



Lys Ala Asp Phe Pro Thr Pro Ser He Ser Asp Phe Glu He Pro Thr 
115 120 125 



Ser Asn He Arg Arg He He Cys Ser Thr Ser Gly Gly Phe Pro Glu 
130 135 140 



Pro His Leu Ser Trp Leu Glu Asn Gly Glu Glu Leu Asn Ala He Asn 
145 150 155 160 



Thr Thr Val Ser Gin Asp Pro Glu Thr Glu Leu Tyr Ala Val Ser Ser 
165 170 175 



Lys Leu Asp Phe Asn Met Thr Thr Asn His Ser Phe Met Cys Leu He 
180 185 190 



Lys Tyr Gly His Leu Arg Val Asn Gin Thr Phe Asn Trp Asn Thr Thr 
195 200 205 



Lys Gin Glu His Phe Pro Asp Asn 



210 



215 



